In the title compound, C 18 H 18 O 6 , the benzene rings are coplanar due to the centrosymmetric nature of the molecule, with an inversion centre located at the midpoint of the C-C bond between the two rings. Consequently, the methyl carboxylate substituents are oriented in a trans fashion with regards to the bond between the benzene rings. The methyl carboxylate and methoxy substituents are rotated slightly out of plane relative to their parent benzene rings, with dihedral and torsion angles of 18.52 (8) and À5.22 (15) , respectively. The shortest OÁ Á ÁH contact between neighbouring molecules is about 2.5 Å . Although some structure-directing contributions from C-HÁ Á ÁO hydrogenbonding interactions are possible, the crystal packing seems primarily directed by weak van der Waals forces.
Chemical context
The title compound is an intermediate in the synthesis of 4,4 0dimethoxybiphenyl-3,3 0 -biphenyldicarboxylic acid, an organic linker for use in the synthesis of coordination polymers (Lundvall et al., 2016) . The title compound, C 18 H 18 O 6 , has previously been reported (Wang et al., 2009; Kar et al., 2009) , however, its crystal structure was undetermined up until now.
Structural commentary
The asymmetric unit of the title compound comprises one half of the molecule, with an inversion centre located at the midpoint of the benzene-benzene bond (Fig. 1) . The benzene rings are coplanar due to symmetry. This is somewhat unexpected since a slight torsion between the two rings is a common feature in biphenyl compounds. The methyl carboxylate substituents are oriented trans relative to the benzene-benzene bond, and the plane of the substituent makes a dihedral angle of 18.52 (8) relative to the parent benzene ring. The methoxy substituent is nearly coplanar with the parent benzene ring, and a torsion angle ISSN 2056-9890 C5-C4-O1-C9 of only À5.22 (15) is observed. The methyl groups of the methyl carboxylate and methoxy substituents are oriented away from each other to accommodate the steric demands of these groups.
Supramolecular features
The molecules are packed in the unit cell with the axis of the biphenyl scaffolds parallel to each other. The axis of the biphenyl moiety is oriented approximately 20 off the a axis of the unit cell (Fig. 2) , and the molecules form corrugated layers extending parallel to the ac plane ( Fig. 3) . The packing is not directed by strong intermolecular bonding since the shortest OÁ Á ÁH contact is about 2.5 Å (Table 1) . However, weak C-HÁ Á ÁO interactions between neighbouring molecules seem to have an influence on the crystal packing ( Fig. 4 ). The molecular structure of the title compound with atom labels and 50% probability displacement ellipsoids. Non-labelled atoms are generated by the symmetry code (Àx + 1 2 , Ày + 1 2 , Àz). H atoms have been omitted for clarity.
Figure 2
Packing diagram of the title compound viewed along the b axis. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx; y; Àz À 1 2 .
Figure 4
Graphical representation of the shortest intermolecular OÁ Á ÁH contacts, illustrated as dashed blue lines.
Figure 3
Packing diagram of the title compound viewed along the a axis. H atoms have been omitted for clarity. 
Synthesis and crystallization
The title compound was synthesized by a slightly modified procedure of the method described by Wang et al. (2009) . Synthetic details are given in the Supporting Information of our recent contribution (Lundvall et al., 2016) . Single crystals suitable for structure determination were obtained by recrystallizing the title compound from chloroform solution.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . H atoms were positioned geometrically at distances of 0.95 (CH) and 0.98 Å (CH 3 ) and were refined using a riding model with U iso (H) = 1.2U eq (CH) and U iso (H)=1.5U eq (CH 3 ).
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Acta Cryst. program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) and WinGX (Farrugia, 2012); molecular graphics: DIAMOND (Brandenburg, 2004) and ChemBioDraw (Cambridge Soft, 2009); software used to prepare material for publication: publCIF (Westrip, 2010) . Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
Dimethyl 4,4′-dimethoxybiphenyl-3,3′-dicarboxylate
x y z U iso */U eq C1 0.22923 (4) 0.2306 (3) 0.01755 (7) 0.0163 (2) 
